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 ----------------------------------------------------------------------------

GW Data Carpentries Genomics workshop August 24, 25, 26


 

Project Organization and Management

Links to data files:

https://go.gwu.edu/ecolimessy
https://go.gwu.edu/ecoliclean
https://go.gwu.edu/seqsubmit
https://go.gwu.edu/seqdata
https://gwu-libraries.github.io/organization-genomics/files/sequencing_results_metadata.txt
https://go.gwu.edu/seqdataexcel
https://gwu-libraries.github.io/organization-genomics/files/sequencing_results_metadata.xls

------------------------------------------------------------------------------------------------------------------------------------

Participants add content here:




Introduction to Cloud Computing for Genomics


Participants add content here:




Introduction to the Command Line


How to connect to your virtual machine:

ssh -i .ssh/YOUR-KEY.pem dcuser@YOUR-MACHINE-NAME.cloud.arc.gwu.edu

------------------------------------------------------------------------------------------------------------------------------------

Participants add content here:



------------
Feedback form to fill out before lunch:  https://forms.gle/pms6Nij4vmm1ugrN9 
------------

Data Wrangling and Processing

ssh -i ~/.ssh/gwgw2022-rsa -L8787:localhost:8787 dcuser@gwgw2022-YOURNAMEHERE.cloud.arc.gwu.edu
------------------------------------------------------------------------------------------------------------------------------------

Participants add content here:



Intro to R and RStudio for Genomics


How to set up tunneling:

ssh -L 8787:localhost:8787 -i ~/.ssh/YOUR-KEY.pem dcuser@YOUR-MACHINE-NAME.cloud.arc.gwu.edu

Log in and leave the session running.  In your browser, go to http://localhost:8787

A data file to import:

ecoli <- read.csv('https://raw.githubusercontent.com/datacarpentry/wrangling-genomics/gh-pages/files/Ecoli_metadata_composite.csv')


---------------------------------------------------------------------------------------------------------------------------------

Participants add content here:








